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Filamentous fungus Aspergillus oryzae is used widely for the Japanese fermentation industry. Its ability of conidial 
production is important. However, mechanism of conidiation in A. oryzae remain to be elucidated.  We constructed gene trap 
vector and curried out restriction enzyme mediated integration. We isolated 6 transformants that exhibit conidiation defect 
phenotype and recovered flanking genome region of plasmid integration site by plasmid rescue. One of them, strain 391, has 
the flanking genome region, which has high homology of glutaminase in Neurospora crassa. We supposed that the gene is 
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0.05%（w/v）KCl， ２%（w/v）Agar，2 mM MgSO4），
及びポテトデキストロースアガー（PDA）（Difco）を











































































は 制限酵素 AvrII及び BstBI，strain28は BstBI及び
HpaI，strain56は BstBI及び XhoI，strain391は BstBI及




















































































































A: strain 1, B: strain 28, C: strain 56, D: strain 391, E: strain 473, F: strain 513, G: RIB40 (Wild type)
図 ３ ．変異株のサザンブロット解析
M : DNAサイズマーカー（λ/HindⅢ）, 
P  : pPTR-EGFP2 (1ng), 
W : RIB40 genome/ Kpn1, 1  : strain1 genome/ Kpn1, 
2  : strain1 genome/ Xho1, 3  : strain28 genome/ Kpn1, 
4  : strain28 genome/ Xho1, 5  : strain56 genome/ Kpn1, 
6  : strain56 genome/ Xho1, 7  : strain391 genome/ Kpn1, 
8  : strain391 genome/ Xho1, 9  : strain473 genome/ Kpn1,
10 : strain473 genome/ Xho1, 11 : strain513 genome/ Kpn1, 




































図 ５ ． グルタミナーゼ相同遺伝子産物のアミノ酸アライメント解析（上より，グルタミナーゼ相同遺伝子産物． 
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